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RAW SEQUENCE LISTING 

PATENT APPLICATION US/09/288,326 



DATE: 04/20/1999 
TIME: 11:07:44 



Input Set: 1288326. RAW 



This Raw Listing contains the General Information 
Section and up to first 5 pages. - 



1 <110> APPLICANT: Kei Roger Aoki 

2 George Sachs 

3 <120> TITLE OF INVENTION: Method and Compositions for the 

4 Treatment of Pancreatitis 

5 <130> FILE REFERENCE: 17282 

6 <140> CURRENT APPLICATION NUMBER: US/09/288 , 326 

7 <141> CURRENT FILING DATE: 1999-04-08 

8 <160> NUMBER OF SEQ ID NOS : 11 

9 <170> SOFTWARE: Fast SEQ for Windows Version 3.0 

10 <210> SEQ ID NO 1 

11 <211> LENGTH: 115 

12 <212> TYPE: PRT 

13 <213> ORGANISM: Homo sapiens 

14 <400> SEQUENCE: 1 

15 Met Asn Ser Gly Val Cys Leu Cys Val Leu Met Ala Val 

16 1 5 10 

17 Gly Ala Leu Thr Gin Pro Val Pro Pro Ala Asp Pro Ala 

18 20 25 

19 Leu Gin Arg Ala Glu Glu Ala Pro Arg Arg Gin Leu Arg 

20 35 40 45 

21 Arg Thr Asp Gly Glu Ser Arg Ala His Leu Gly Ala Leu 

22 50 55 60 

23 Tyr lie Gin Gin Ala Arg Lys Ala Pro Ser Gly Arg Met 

24 65 70 75 

25 Lys Asn Leu Gin Asn Leu Asp Pro Ser His Arg lie Ser 

26 85 90 

27 Tyr Met Gly Trp Met Asp Phe Gly Arg Arg Ser Ala Glu 

28 100 105 

29 Tyr Pro Ser 

30 115 

31 <210> SEQ ID NO 2 

32 <211> LENGTH: 58 

33 <212> TYPE: PRT 

34 <213> ORGANISM: Homo sapiens 

35 <400> SEQUENCE: 2 

36 Val Ser Gin Arg Thr Asp Gly Glu Ser Arg Ala His Leu 

37 1 5 10 

38 Leu Ala Arg Tyr lie Gin Gin Ala Arg Lys Ala Pro Ser 

39 20 25 

40 Ser lie Val Lys Asn Leu Gin Asn Leu Asp Pro Ser His 

41 35 40 45 

42 Asp Arg Asp Tyr Met Gly Trp Met Asp Phe 

43 50 55 

44 <210> SEQ ID NO 3 
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Arg He Ser 



OIPE 



PAGE : 2 RAW SEQUENCE LISTING DATE: 04/20/1999 

PATENT APPLICATION US/09/288,326 TIME: 11:07:44 

Input Set: 1288326. RAW 

45 <211> LENGTH: 3 9 

46 <212> TYPE: PRT 

47 <213> ORGANISM: Homo sapiens 

48 <400> SEQUENCE: 3 

49 Tyr He Gin Gin Ala Arg Lys Ala Pro Ser Gly Arg Met Ser He Val 

50 1 5 10 15 

51 Lys Asn Leu Gin Asn Leu Asp Pro Ser His Arg He Ser Asp Arg Asp 

52 20 25 30 

53 Tyr Met Gly Trp Met Asp Phe 

54 35 

55 <210> SEQ ID NO 4 

56 <211> LENGTH: 33 

57 <212> TYPE: PRT 

58 <213> ORGANISM: Homo sapiens 

59 <400> SEQUENCE: 4 

60 Lys Ala Pro Ser Gly Arg Met Ser He Val Lys Asn Leu Gin Asn Leu 

61 1 5 10 15 

62 Asp Pro Ser His Arg He Ser Asp Arg Asp Tyr Met Gly Trp Met Asp 

63 20 25 30 

64 Phe 

65 <210> SEQ ID NO 5 

66 <211> LENGTH: 12 

67 <212> TYPE: PRT 

68 <213> ORGANISM: Homo sapiens 

69 <400> SEQUENCE: 5 

70 He Ser Asp Arg Asp Tyr Met Gly Trp Met Asp Phe 

71 1 5 10 

72 <210> SEQ ID NO 6 

73 <211> LENGTH: 9 

74 <212> TYPE: PRT 

75 <213> ORGANISM: Homo sapiens 

76 <400> SEQUENCE: 6 

77 Arg Asp Tyr Met Gly Trp Met Asp Phe 

78 1 5 

79 <210> SEQ ID NO 7 

80 <211> LENGTH: 448 

81 <212> TYPE: PRT 

82 <213> ORGANISM: Clostridium botulinum 

83 <400> SEQUENCE: 7 

84 Met Pro Phe Val Asn Lys Gin Phe Asn Tyr Lys Asp Pro Val Asn Gly 

85 1 5 10 15 

86 Val Asp He Ala Tyr He Lys He Pro Asn Ala Gly Gin Met Gin Pro 

87 20 25 30 

88 Val Lys Ala Phe Lys He His Asn Lys He Trp Val He Pro Glu Arg 

89 35 40 45 

90 Asp Thr Phe Thr Asn Pro Glu Glu Gly Asp Leu Asn Pro Pro Pro Glu 

91 50 55 60 

92 Ala Lys Gin Val Pro Val Ser Tyr Tyr Asp Ser Thr Tyr Leu Ser Thr 

93 65 70 75 80 

94 Asp Asn Glu Lys Asp Asn Tyr Leu Lys Gly Val Thr Lys Leu Phe Glu 
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RAW SEQUENCE LISTING DATE : 04/20/1999 

PATENT APPLICATION US/09/288 , 326 TIME: 11:07:44 

Input Set: 1288326. RAW 

85 90 95 

Arg He Tyr Ser Thr Asp Leu Gly Arg Met Leu Leu Thr Ser He Val 

100 105 HO 

Arg Gly He Pro Phe Trp Gly Gly Ser Thr He Asp Thr Glu Leu Lys 

115 120 125 

Val He Asp Thr Asn Cys He Asn Val He Gin Pro Asp Gly Ser Tyr 

130 135 140 

Arg Ser Glu Glu Leu Asn Leu Val He He Gly Pro Ser Ala Asp He 



95 

96 

97 

98 

99 
100 
101 

102 - — 

103 145 150 155 160 
104 
105 
106 
107 
108 
109 
110 



He Gin Phe Glu Cys Lys Ser Phe Gly His Glu Val Leu Asn Leu Thr 

165 170 175 

Arg Asn Gly Tyr Gly Ser Thr Gin Tyr He Arg Phe Ser Pro Asp Phe 

180 185 190 

Thr Phe Gly Phe Glu Glu Ser Leu Glu Val Asp Thr Asn Pro Leu Leu 

195 200 205 

Gly Ala Gly Lys Phe Ala Thr Asp Pro Ala Val Thr Leu Ala His Glu 
111 210 215 220 

U2 Leu He His Ala Gly His Arg Leu Tyr Gly He Ala He Asn Pro Asn 

113 225 230 235 240 

114 Arg Val Phe Lys Val Asn Thr Asn Ala Tyr Tyr Glu Met Ser Gly Leu 
115 



245 250 255 



116 Glu Val Ser Phe Glu Glu Leu Arg Thr Phe Gly Gly His Asp Ala Lys 



260 265 270 



118 Phe He Asp Ser Leu Gin Glu Asn Glu Phe Arg Leu Tyr Tyr Tyr Asn 

275 280 285 

Lys Phe Lys Asp He Ala Ser Thr Leu Asn Lys Ala Lys Ser He Val 

121 290 295 300 

122 Gly Thr Thr Ala Ser Leu Gin Tyr Met Lys Asn Val Phe Lys Glu Lys 

123 305 310 315 320 

124 Tyr Leu Leu Ser Glu Asp Thr Ser Gly Lys Phe Ser Val Asp Lys Leu 

125 325 330 335 

126 Lys Phe Asp Lys Leu Tyr Lys Met Leu Thr Glu He Tyr Thr Glu Asp 

127 340 345 350 

128 Asn Phe Val Lys Phe Phe Lys Val Leu Asn Arg Lys Thr Tyr Leu Asn 

129 355 360 365 

130 Phe Asp Lys Ala Val Phe Lys He Asn He Val Pro Lys Val Asn Tyr 

131 370 375 380 

132 Thr He Tyr Asp Gly Phe Asn Leu Arg Asn Thr Asn Leu Ala Ala Asn 

133 385 390 395 400 

134 Phe Asn Gly Gin Asn Thr Glu He Asn Asn Met Asn Phe Thr Lys Leu 

135 405 410 415 

136 Lys Asn Phe Thr Gly Leu Phe Glu Phe Tyr Lys Leu Leu Cys Val Arg 

137 420 425 430 

138 Gly He He Thr Ser Lys Thr Lys Ser Leu Asp Lys Gly Tyr Asn Lys 

139 435 440 445 

140 <210> SEQ ID NO 8 

141 <211> LENGTH: 423 

142 <212> TYPE: PRT 

143 <213> ORGANISM: Clostridium botulinum 

144 <400> SEQUENCE: 8 
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170 
171 
172 



186 
187 
188 
189 
190 



OIPE 



PAGE • 4 RAW SEQUENCE LISTING DATE: 04/20/1999 

PAGE ' 4 PATENT APPLICATION US/ 09/2 8 8, 32 6 TIME. 11 . 0 / .44 

Input Set: 1288326. RAW 



145 Ala Leu Asn Asp Leu Cys lie Lys Val Asn Asn Trp Asp Leu Phe Phe 

147 ser Pro Ser Glu Asp Asn Phe Thr Asn Asp Leu Asn Lys Gly Olu Olu 



20 25 



lie Thr Ser Asp Thr Asn lie Glu Ala Ala Glu Glu Asn He Ser Leu 

35 40 45 

Asp Leu He Gin Gin Tyr Tyr Leu Thr Phe Asn Phe Asp Asn Glu Pro 

— 60 



146 1 
147 
148 

149 lie mi sei ™~ . _ 

14y , 5 40 45 

150 35 

151 
152 

153 «1U ash iic ^ — —- ?5 " 80 

Asi 

155 giu Lieu weu r-j.w ««" --— -■ qc - 

X " a* 90 95 

156 

157 Leu as P uy» ^ — — - 110 

100 

158 His Gly Lys Ser Arg lie Ala Leu Thr Asn Ser Val Asn Glu Ala Leu 



154 65 



Glu Asn lie Ser lie Glu Asn Leu Ser Ser Asp He He Gly Gin Leu 

Glu Leu Met Pro Asn He Glu Arg Phe Pro Asn Gly Lys Lys Tyr Glu 

85 90 
Leu Asp Lys Tyr Thr Met Phe His Tyr Leu Arg Ala Gin Glu Phe Glu 



159 His uxy uyo ~a "~ . 

115 120 

Leu Asn Pro Ser Arg Val Tyr Thr Phe Phe Ser Ser Asp Tyr Val Lys 

Lys III Asn Lys Ala Thr Glu Ala Ala Met Phe Leu Gly Trp Val Glu 



160 
161 
162 
163 

164 145 



150 155 
Gin Leu val Tyr Asp Phe Thr Asp Glu Thr Ser Glu Val Ser Thr Thr 

AO ° 170 175 



165 



Asp Lys He Ala Asp He Thr He lie He Pro Tyr He Gly Pro Ala 

169 Leu Asn He Gly Asn Met Leu Tyr Lys Asp Asp Phe Val Gly Ala Leu 

195 200 
He Phe Ser Gly Ala Val He Leu Leu Glu Phe He Pro Glu He Ala 



210 215 220 



173 He Pro val Leu Gly Thr Phe Ala Leu Val Ser Tyr He Ala Asn Lys 

i 7 75 val Leu Thr Val Gin Tnr He Asp Asn Ala Leu Ser Lys Arg Asn Glu 

i 7 77 Lys Trp Asp Glu Val Tyr Lys Tyr lie Val Thr Asn Trp Leu Ala Lys 

179 val Asn Thr Gin He Asp Leu He Arg Lys Lys Met Lys Glu Ala Leu 

280 285 
HI Glu Asn Gin Ala Glu Ala Thr Lys Ala He lie Asn Tyr Gin Tyr Asn 



295 



182 290 

Thr Glu Glu Glu Lys Asn Asn 
310 

Ser Lvs Leu Asn Glu Ser lie 

325 330 



300 



183 Gin Tyr Thr Glu Glu Glu Lys Asn Asn He Asn Phe Asn He Asp Asp 

184 305 310 315 



185 Leu Ser Ser Lys Leu Asn Glu Ser He Asn Lys Ala Met He Asn He 

770 JJ5 

Val 

340 345 



189 He Pro Tyr Gly Val Lys Arg Leu Glu Asp Phe Asp Ala Ser Leu Lys 

360 365 



19 1 Asp Ala Leu Leu Lys Tyr lie Tyr Asp Asn Arg Gly Thr Leu He Gly 

Gin III Asp Arg Leu Lys As P Lys Val Asn Asn Thr Leu Ser Thr Asp 



Asn Lys Phe Leu Asn Gin Cys Ser Val Ser Tyr Leu Met Asn Ser Met 

Arg 
lie 

192 3 70 375 

193 Gin vax ~j.y ^ - Q 

194 3 85 390 395 
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DATE: 04/20/1999 
RAW SEQUENCE LISTING TIME: 11:07:44 

PAGE: 5 PATENT APPLICATION US/09/288,326 

input Set: 1288326. RAW 

Ile Pro Phe Gin Leu Ser Lys Tyr val ,sp A sn Gl* - Leu Ser 
^ 405 
Js7 Thr Phe Thr Glu Tyr He Lys 

420 

198 

199 <210> SEQ ID NO 9 

200 <2H> LENGTH: 425 

Z HIT, 5£*£ hotulin™ 

20 , <400, ^ ^ ^ ne ^ „ „ Mg xyr Clu Ser Asn Hi, 

S « n. «p - - *» ^ " a *r iys Ile Mn Ile "o y ser Lys 
«a » - «p - - »> r Asn G1 ° 116 G1 " « isn " u 

|U Olu ser ser Lys Ue Olu « II* - » - ™ 

£ ser « Olu - - « - ~ ~ M5 *™ » 

™ Sr Phe Asn ser xle « - Asn Asn OXu Tyr Thr He XXe Asn cys 

2 " « clu « - Sr «, Trp Lys val ser Leu Asn Tyr oly olu xXe 



214 >Yr ™~ ™ " 90 

l" s Met olu u Asn ser oly Trp Lys val 

'» XX. Trp Thr - «« -P * - «» - - S V " 

'» Lys Tyr ser oln Met XX. Asn XXe Ser Asp Tyr XX. Asn «, « - 

'» Phe val Thr XX. Thr Asn Asn - « » ~ - £ 

£ >sn OXy Leu Xle S OX, Lys P» XX. ser Asn Leu Oly Asn XXe 

225 , „ 1™ Ile net Phe Lys Leu Asp OXy cys Arg Asp Thr 

226 His AXa ser Asn Asn Ile Met rne ^ 190 

His Arg Tyr £ Trp XXe Lys Tyr Phe Asn Leu Phe Asp Lys sin Leu 
£ Asn sin Lys olu Xle Lys Asp Leu Tyr Asp Asn oln ser Asn ser sly 

HI ixe Z Lys asp Phe Trp oly Asp Tyr Leu oln Tyr Asp Lys Pro Tyr 

HI Tyr Met Leu Asn Leu Tyr Asp Pro Asn Lys Tyr vaX Asp val Asn Asn 

val Oly Xle Arg OXy Tyr Met Tyr Leu Lys OXy Pro Arg OXy ser Val 
HI Met Thr Thr Z Xle Tyr Leu Asn ser Ser Leu Tyr „ Oly Thr Lys 

Phe Xle lie Lys Lys Tyr AXa ser Oly Asn Lys Asp Asn xle val « 
£ ,sn Asn Asp Ar, val Tyr xle Asn val val val Lys Asn Lys olu Tyr 

£ Leu Ala Thr Asn Z ser oln AXa Oly val Olu Lys xle Leu ser 
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